expressing Tif4631-TAP and Tif1-GFP. Co-immunoprecipitated Tif1-GFP was detected by western blotting. Figure S6 . Ksp1-dependent phosphorylation of eIF4G mediates the degradation of RP mRNAs under glucose deprivation conditions. (A) Decay curves of RP mRNAs after thiolutin treatment in WT, ksp1, and tif4631-24A cells under glucose deprivation conditions. Data were fitted to one-phase exponential decay curve to determine mRNA half-lives. X-axis, time after thiolutin treatment. (B) Time-course measurement of RP mRNA levels in WT and ksp1 cells after glucose deprivation. cDNA was synthesized using random primers, and mRNA levels were normalized to SCR1. Relative mRNA levels were calculated using 2 -Ct method. X-axis, time after glucose deprivation. Error bars indicate SD of triplicate experiments. P values were determined by Student's t test (***, p < 0.005; **, p < 0.01; *, p < 0.05). TORC1 and an unknown kinase that might be inhibited by the Snf1/AMPK pathway are activated and phosphorylate Ksp1. Phosphorylated Ksp1 is inactive, thus it cannot phosphorylate eIF4G. Under glucose deprivation conditions, TORC1 is inactivated and the unknown kinase is also inactivated by the activated Snf1/AMPK pathway. Dephosphorylated Ksp1 phosphorylates eIF4G to promote the degradation of specific mRNAs including glycolytic mRNAs and RP mRNAs, likely via the recruitment of Dhh1. This mechanism for the degradation of specific mRNAs may contribute to cell longevity. Table S1 . Yeast strains and plasmids used in this study.
Strain
Genotype Reference
BY4741
MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 EUROSCARF 
TL01A11

HY1793
HB0527
pRS305-pKSP1-KSP1-HA-tACT1
This study
HB0528
pRS305-pKSP1-KSP1(K47D)-HA-tACT1
This study 
